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UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*) - Annotation Release GCF_000001405.25_GRCh37.p13 (2017-04-19)


Ensembl Gene Predictions - archive 75 - feb2014
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Genome Aggregation Database (gnomAD) - Genome and Exome Variants
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