
0.00 0.05 0.10 0.15 0.20 0.25
false positive rate (q-value)

0.5

0.6

0.7

0.8

0.9

1.0

tru
e 

po
sit

iv
e 

ra
te

 (s
-v

al
ue

)

q-/s-value

2 0 2 4 6
d-score cutoff

0.0

0.2

0.4

0.6

0.8

1.0

ra
te

s

d-score performance

2 0 2 4
d-score

0

2500

5000

7500

10000

12500

15000

17500

20000

# 
of

 g
ro

up
s

group d-score distributions
target
decoy

2 0 2 4
d-score

0.00

0.05

0.10

0.15

0.20

0.25

0.30

0.35

0.40

de
ns

ity

group d-score densities
target
decoy

0.0 0.2 0.4 0.6 0.8 1.0
p-value

0

2

4

6

8

10

12

14

de
ns

ity
 h

ist
og

ra
m

p-value density histogram: 0 = 0.256

20181201_FlMe_SA_diaPASEF_200ng_HeLa_py3.osw_6514992444606274777: run-specific peptide-level error-rate control


