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Signal transducer and activators of transcription 3, 3943

Signal transduction, 341, 2341, 3301, 4591, 5023, 5845, 6015
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SOS transcripts, 6617
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Sperm cells, 3731
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Sphingolipid, 1903, 5456, 5467
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Sphingosine kinase, 4607, 6047
Spike protein, 5612
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Spindle assembly checkpoint, 2888
Spindle organization, 782
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Splicing, 4449
Splicing activity, 1592
Splicing factor, 399
Splicing regulation, 1339
SPM, 4757
Spontaneous mutations, 736
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Squamous cell carcinoma, 2774
Sre, 2603, 6769
SREBP, 4929
70S ribosomal proteins, 3638
SRY, 3715
SRY-related HMG box-containing factor 10, 1635
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Stabilisation, 345
Stability, 1780
Stable dissociation, 1222
Staphylococcus aureus, 273, 1817
Starch, 5947
Starch phosphorylation, 4872
Starch synthesis, 6741
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Strain-dependent caspase activation, 3739
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Stress response, 2409, 3433

Stress tolerance, 6537

Structural biology, 2071, 2985

Structural change, 351

Structural comparison, 2488
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Structure, 5815

Structure determination, 4576
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Superoxide dismutase, 1257, 1485

Superoxide radical, 1691
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TCR signaling, 5845
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Thermal aggregation, 4645
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Thermal stability, 5815
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Thiocyanate hydrolase, 4667
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Thioredoxin peroxidase, 5016
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Thioredoxin-1, 2671
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Time-series expression profiles, 3511
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Tissue distribution, 1485
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TNF-related apoptosis-inducing ligand, 2671

Tobacco BY-2 cells, 597
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Total internal reflection fluorescence microscopy, 5863
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Transgenic Arabidopsis, 3136

Transgenic lettuce, 620
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Transition state analog, 517
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Transmissible spongiform encephalopathies, 4231
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Transport kinetics, 1085

Transporter associated with antigen processing, 1156
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Transportin, 1365
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Triacylglycerol, 5484
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Triglycerides, 4282
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tRNA modification, 5198
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Trypanosoma cruzi, 2365, 2686
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TSRCI protein, 245
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Tubulin, 4941
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Tumor necrosis factor, 245, 4533, 4625
Tumor necrosis factor o, 3257, 6224
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Two-component signal transduction, 3206
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Ubiquitin—proteasome, 1753
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Ubiquitin-proteasome system, 4784
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UCPI, 4661
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Uterine-embryo adhesion, 5653
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Waardenburg syndrome type IV, 1635
WAT, 4126
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Water channel, 6679

Water transport, 6679
WAVE, 1993, 6464

West Nile virus, 867

Western blotting, 4047
WF146 protease, 6007
WESI, 5635
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Wheat germ agglutinin, 3051
Wig-1, 4401
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Whnt, 3665

Wnt signaling, 5423

Wnt signalling pathway, 1227
Wnt/B-catenin pathway, 3519
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X protein of hepatitis B virus, 431

X-ray, 5759
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Xanthophylls, 4718
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Yeast growth, 2265
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Zaprinast, 5003
Zatl0, 6537
Zebrafish, 4409, 4984
Zein, 5803

Zhangfei, 58

Zinc, 795, 3173
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Zinc finger protein, 2285
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Zone-interference gel electrophoresis, 4143
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Zygotic gene activation, 1747
Zymogen activation, 2269
Zymomonas mobilis, 5084



