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ACAAUGACUCCUUUCGGUAAGUGCAGUGGAAGCUGUACACUGCCCAGGCAAAGCGUCCGGGCAGCGUAGGCGGGCGACUCAGAUCCCAGCCAGUGGACUUAGCCCCUGUUUGCUCCUCCGAUAACUGGGGUGACCUUGGUUAAUAUUCACCAGCAGCCUCCCCCGUUGCCCCUCUGGAUCCACUGCUUAAAUACGGACGAGGACAGGGCCCUGUCUCCUCAGCUUCAGGCACCACCACUGACCUGGGACAGUGAAUCGACAAUGCCGUCUUCUGUCUCGUGGGGCAUCCUCCUGCUGGCAGGCCUGUGCUGCCUGGUCCCUGUCUCCCUGGCUGAGGAUCCCCAGGGAGAUGCUGCCCAGAAGACAGAUACAUCCCACCAUGAUCAGGAUCACCCAACCUUCAACAAGAUCACCCCCAACCUGGCUGAGUUCGCCUUCAGCCUAUACCGCCAGCUGGCACACCAGUCCAACAGCACCAAUAUCUUCUUCUCCCCAGUGAGCAUCGCUACAGCCUUUGCAAUGCUCUCCCUGGGGACCAAGGCUGACACUCACGAUGAAAUCCUGGAGGGCCUGAAUUUCAACCUCACGGAGAUUCCGGAGGCUCAGAUCCAUGAAGGCUUCCAGGAACUCCUCCGUACCCUCAACCAGCCAGACAGCCAGCUCCAGCUGACCACCGGCAAUGGCCUGUUCCUCAGCGAGGGCCUGAAGCUAGUGGAUAAGUUUUUGGAGGAUGUUAAAAAGUUGUACCACUCAGAAGCCUUCACUGUCAACUUCGGGGACACCGAAGAGGCCAAGAAACAGAUCAACGAUUACGUGGAGAAGGGUACUCAAGGGAAAAUUGUGGAUUUGGUCAAGGAGCUUGACAGAGACACAGUUUUUGCUCUGGUGAAUUACAUCUUCUUUAAAGGCAAAUGGGAGAGACCCUUUGAAGUCAAGGACACCGAGGAAGAGGACUUCCACGUGGACCAGGUGACCACCGUGAAGGUGCCUAUGAUGAAGCGUUUAGGCAUGUUUAACAUCCAGCACUGUAAGAAGCUGUCCAGCUGGGUGCUGCUGAUGAAAUACCUGGGCAAUGCCACCGCCAUCUUCUUCCUGCCUGAUGAGGGGAAACUACAGCACCUGGAAAAUGAACUCACCCACGAUAUCAUCACCAAGUUCCUGGAAAAUGAAGACAGAAGGUCUGCCAGCUUACAUUUACCCAAACUGUCCAUUACUGGAACCUAUGAUCUGAAGAGCGUCCUGGGUCAACUGGGCAUCACUAAGGUCUUCAGCAAUGGGGCUGACCUCUCCGGGGUCACAGAGGAGGCACCCCUGAAGCUCUCCAAGGCCGUGCAUAAGGCUGUGCUGACCAUCGACGAGAAAGGGACUGAAGCUGCUGGGGCCAUGUUUUUAGAGGCCAUACCCAUGUCUAUCCCCCCCGAGGUCAAGUUCAACAAACCCUUUGUCUUCUUAAUGAUUGAACAAAAUACCAAGUCUCCCCUCUUCAUGGGAAAAGUGGUGAAUCCCACCCAAAAAUAA

RNA: SERPINA1_mRNA
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Note: possible data quality issue - see log file
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