
Beacon Response 

• quantitative (counts for variants, callsets and samples) 

•Handover to authentication system for data retrieval 

• no exposure of data beyond standard Beacon 
response and additional pointer to matched data
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http://beacon.progenetix.org


   "dataset_allele_responses" : [ 
      { 
         "dataset_id" : "arraymap", 
         "call_count" : "171", 
         "sample_count" : "171", 
         "variant_count" : "157", 
         “error" : null, 
         "exists" : true, 
         "external_url" : "http://beacon.arraymap.org", 
         "frequency" : "0.1557", 
         "info" : { 
            "callset_access_handle" : "d5850347-d411-11e7-8c89-ec436516cb41", 
            "description" : "The query was against database \"arraymap_ga4gh\", 
variant collection \"variants_cnv_grch36\". 171 matched calls for 157 distinct 
variants. Out of 62033 biosamples in the database, 1098 matched the biosample 
query; of those, 171 had the variant.", 
         }, 
         "note" : "", 
      } 
   ], 

Beacon Handover Demonstrator 
•only exposure of access handle to data stored in 

secure system 
•here one-step authentication and selection of 
handover action; other scenarios possible / likely 

•handover response outside of Beacon protocol / 
system



Beacon query => Handover Handle => Authentication => Data Retrieval

Beacon+ example implementation using 
public somatic variation data 

Beacon Handover Demonstrator 
•only exposure of access handle to data stored in 

secure system 
•here one-step authentication and selection of 
handover action; other scenarios possible / likely 

•handover response not managed by Beacon 
protocol / system => "Discovery" protocol?


