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37012000 37014000 37016000 37018000 37020000

genomic position

0 32.1 64.19 96.29 128.39 160.48 192.58 224.67 256.77 290.33

expression, by transcript

Gene in sample HBR_Rep1
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genomic position

0 32.1 64.19 96.29 128.39 160.48 192.58 224.67 256.77 290.33

expression, by transcript

Gene in sample HBR_Rep2
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genomic position
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expression, by transcript

Gene in sample HBR_Rep3
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expression, by transcript

Gene in sample UHR_Rep1
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genomic position

0 32.1 64.19 96.29 128.39 160.48 192.58 224.67 256.77 290.33

expression, by transcript

Gene in sample UHR_Rep3


