log2(auPRC/prior)

) AT AIRAN it
5 - t + 5 - ++ + >

4 4 4

3 3 3
Wit :

1 N # + + + 1 1 1 .

0 + ®l 0- 0

0 100 200 300 400 0.0 0.1 0.2 0.3 0.4 0.00 0.02 0.04
Number of Genes Edge Density Segregation
° Function Prediction ° Disease Prediction ° Trait Prediction

(GOBP, KEGGBP)

(DisGeNet, BeFree)

(GWAS, MGI)

0.06



