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Default image (Contrast 100%)

Default image (Contrast 100%)

Sample Info

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
A1 - - 84.9 Electronic Ladder
B1 4.1 - 147 SDF20433
C1 3.7 - 23.9 SDF20434
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D1 3.4 - 49.3 SDF20435
E1 3.4 - 37.0 SDF20436
F1 3.9 - 22.3 SDF20437
G1 4.5 - 43.5 SDF20438
H1 3.0 - 16.3 SDF20439
A2 4.0 - 36.0 SDF20440
B2 4.2 - 58.5 SDF20441
C2 5.1 - 61.9 SDF20442
D2 3.5 - 15.9 SDF20443
E2 3.3 - 24.9 SDF20444
F2 3.5 - 17.9 SDF20445
G2 4.6 - 24.1 SDF20446
H2 4.2 - 35.8 SDF20447
A3 2.5 - 19.9 SDF20448
B3 4.1 - 41.2 SDF20449
C3 3.5 - 39.9 SDF20450
D3 2.6 - 19.7 SDF20451
E3 3.4 - 29.6 SDF20452
F3 4.3 - 20.5 SDF20453
G3 4.4 - 31.2 SDF20454
H3 2.7 - 21.0 SDF20455
A4 4.4 - 21.8 SDF20456
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A1: Electronic Ladder

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
A1 - - 84.9 Electronic Ladder

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
200 5.94 - 87.4 7.80
500 15.9 - 93.6 20.88
1000 14.2 - 41.8 18.62
2000 13.8 - 20.3 18.11
4000 15.5 - 11.4 20.38
6000 10.8 - 5.31 14.22
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B1: SDF20433

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
B1 4.1 - 147 SDF20433

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
792 17.1 - 63.6 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1124 83.0 217 56.34
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C1: SDF20434

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
C1 3.7 - 23.9 SDF20434

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
807 3.21 - 11.7 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2374 15.2 18.9 63.74
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D1: SDF20435

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
D1 3.4 - 49.3 SDF20435

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
745 4.70 - 18.6 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1856 25.6 40.5 51.93
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E1: SDF20436

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
E1 3.4 - 37.0 SDF20436

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
757 3.49 - 13.6 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1824 20.7 33.4 55.91
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F1: SDF20437

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
F1 3.9 - 22.3 SDF20437

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
807 3.09 - 11.3 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2207 13.1 17.5 58.75
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G1: SDF20438

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
G1 4.5 - 43.5 SDF20438

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
756 6.76 - 26.3 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1958 27.2 40.9 62.56
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H1: SDF20439

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
H1 3.0 - 16.3 SDF20439

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
818 2.15 - 7.72 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2451 11.1 13.4 68.32
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A2: SDF20440

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
A2 4.0 - 36.0 SDF20440

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
759 4.63 - 17.9 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2018 22.4 32.7 62.29

RNA ScreenTape® EUKARYOTIC RNA ANALYSIS Page 11

TapeStation Analysis Software 3.2 © Agilent Technologies, Inc. 2019 Generated: 15-Jul-2021



B2: SDF20441

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
B2 4.2 - 58.5 SDF20441

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
785 6.75 - 25.3 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1547 34.4 65.4 58.86
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C2: SDF20442

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
C2 5.1 - 61.9 SDF20442

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
748 10.6 - 41.7 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1922 38.8 59.4 62.76
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D2: SDF20443

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
D2 3.5 - 15.9 SDF20443

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
819 2.46 - 8.85 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2850 10.9 11.2 68.43
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E2: SDF20444

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
E2 3.3 - 24.9 SDF20444

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
803 4.40 - 16.1 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2336 17.5 22.1 70.40
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F2: SDF20445

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
F2 3.5 - 17.9 SDF20445

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
785 2.62 - 9.83 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2249 11.6 15.2 64.92
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G2: SDF20446

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
G2 4.6 - 24.1 SDF20446

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
782 3.96 - 14.9 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2156 16.0 21.8 66.39
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H2: SDF20447

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
H2 4.2 - 35.8 SDF20447

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
770 4.96 - 19.0 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1897 21.1 32.8 58.96
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A3: SDF20448

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
A3 2.5 - 19.9 SDF20448

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
779 1.68 - 6.34 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2442 11.7 14.1 58.72
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B3: SDF20449

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
B3 4.1 - 41.2 SDF20449

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
776 5.64 - 21.4 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2071 24.6 34.9 59.54
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C3: SDF20450

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
C3 3.5 - 39.9 SDF20450

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
775 3.42 - 13.0 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2212 21.4 28.5 53.60
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D3: SDF20451

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
D3 2.6 - 19.7 SDF20451

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
832 1.37 - 4.85 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1912 10.2 15.7 51.98
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E3: SDF20452

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
E3 3.4 - 29.6 SDF20452

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
785 4.23 - 15.8 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1709 19.0 32.8 64.34
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F3: SDF20453

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
F3 4.3 - 20.5 SDF20453

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
813 2.33 - 8.44 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2608 13.4 15.1 65.05
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G3: SDF20454

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
G3 4.4 - 31.2 SDF20454

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
774 3.66 - 13.9 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 1887 19.8 30.9 63.39
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H3: SDF20455

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
H3 2.7 - 21.0 SDF20455

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
782 1.73 - 6.50 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2204 11.3 15.0 53.69
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A4: SDF20456

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description
A4 4.4 - 21.8 SDF20456

Peak Table

Size [nt] Calibrated Conc.
[ng/µl]

Assigned Conc.
[ng/µl]

Peak Molarity
[nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
779 4.05 - 15.3 100.00 18S

Region Table

From [nt] To [nt] Average Size [nt] Conc. [ng/µl] Region Molarity
[nmol/l] % of Total Region Comment Color

200 10000 2339 15.5 19.5 70.96
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