


Parameter Prior Settings (directly take what set in H1N1 papers):
k ~ truncated_gaussian(1.59, 0.02, lower = 0) 
gamma ~ truncated_gaussian(1.08, 0.075, lower = 0) 
sigma ~U(0,1)
tau ~U(0,1)

Parameter True Values (also used to simulate data):
k (1/alpha, alpha is rate k is period)=1.59
gamma_period (1/gamma_rate)=1.08
sigma= 0.4
tau= 0.8

Parameter Proposal Settings (directly take what set in H1N1 papers):
k ~ gaussian(k, 0.005)
gamma ~ gaussian(gamma, 0.01)
sigma ~ gaussian(sigma, 0.01)
tau ~ gaussian(tau,0.05)



R code



REDO 10.H1N1-BM:START POINT-FULL PARAMETER INFERENCE-
REMOVE PROPOSAL ADAPTED TEST-PROPOSAL=PRIOR

Prior

Issue: very tiny value of sigma





Parameter Prior Settings (directly take what set in H1N1 papers):
k ~ truncated_gaussian(5, 0.01, lower = 0) 
gamma ~ truncated_gaussian (5, 0.01, lower = 0) 
sigma ~ truncated_gaussian(sqrt(0.004), 0.01, lower = 0) 
tau ~U(0,1)

Parameter True Values (also used to simulate data):
k (1/alpha, alpha is rate k is period)=5
gamma_period (1/gamma_rate)=5
sigma= sqrt(0.004)
tau= 0.8

Parameter Proposal Settings (directly take what set in H1N1 papers):
k ~ truncated_gaussian(k, 0.001, lower=0)
gamma ~ truncated_gaussian(gamma, 0.001,lower=0)
sigma ~ truncated_gaussian(sigma, 0.00001, lower=0)
tau ~ gaussian(tau,0.05)

Parameter initial Settings:
k =3 gamma =3 sigma=sqrt(0.003) tau=0.8



R code



1-8.Covid-Bm: full parameter inference-
sigma=sqrt(0.004)

Prior

Issue: the posterior sample
does not start from where
we set the initial value to
be so how to discard burn-
in correctly in LibBi


