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Purity: 0.15 Tumor ploidy: 1.434 SNV log-likelihood: —122256.27 GoF: 25.5% Mean coverage: 1651 Chromosome: chr20

A . A #& A atfe a
A
A A a®a . A A A
L[]
© o o Py L L] P )
. o ° ® °e o ... ° ™ 0® @ P ) o o °
8 o° *° . .o ° ° T e . .' ° 'o: ® L o
L[]
L[]
° e o ° ° ° ° °
+ Fye + o+ 4o+ + ° . + cee o et .
T T T T T T T
0 10000 20000 30000 40000 50000 60000
Pos (kbp)
+
. - +
& + ° A A °
° A A
AA 2 s 2 ‘ ; A A A .+ Y 1 L Ai 2 ’ae 2 N 0 Ae ha .
£3° o L AR B e PO ST LI . W JR MU s S
& e *i'.*o £ o o, oo d & ., L ° .‘A_‘+
L]
° L]
T T T T T T T
0 10000 20000 30000 40000 50000 60000
Pos (kbp)
GD 0 CCEBOD® @O CHEIKOD OCOGMO GO ©®O ®OOOO® O@ O0®@ O OOGHO G NCHIRNIOWOMO O O 000 0O
T T T T T T T
0 10000 20000 30000 40000 50000 60000

Pos (kbp)



B-Allele Frequency

Copy Number log-ratio

Maximum Likelihood Copy Number

0.2 0.4 0.6 0.8

0.0

1.0 15

0.5

0.0

-0.5

Purity: 0.15 Tumor ploidy: 1.434 SNV log-likelihood: —122256.27 GoF: 25.5% Mean coverage: 1651 Chromosome: chr21

A A A Ape p Al A An A
A A A A A A
[ ]
© o (] [ °
- ° s 0 ° - - - - H & .o .0 ° Py LI s
° .. ° ® e ¢ o ¢ °° °
Y [ )
° ° ° L4 R
++ + + ++ °+ . % ¢ . © e
T T T T
10000 20000 30000 40000
Pos (kbp)
L ]
N ¢ .
° Ly . ™ 2 e ?
A °® . o - & A{'e e LG A 2 ﬁ ° i- _. A
ot o A® A R AP ® S0 3 LA N D o =
—_ L) ‘ - AN . ° LJ - - - %
° A
° o o °
[ )
T T T T
10000 20000 30000 40000
Pos (kbp)
o O ©ImD @ @O O @IDOO0OMOO DM OOMPDO DO OO0 0 @O GO0 ©® @ O GO ® O @OAD @ @O G A0 O
T T T T
10000 20000 30000 40000

Pos (kbp)

2



B-Allele Frequency

Copy Number log-ratio

Maximum Likelihood Copy Number

0.8 1.0

0.6

0.4

0.2

15

00 05 1.0

-1.0

Purity: 0.15 Tumor ploidy: 1.434 SNV log-likelihood: —122256.27 GoF: 25.5% Mean coverage:

1651 Chromosome: chr22

A A
oA A Ama AUN A N
A 4 A A
L[]
Py hd © Y © A Py Py L
. ° - g@ N e ° ° @
o. oo o .. » © ° - o o ° Se ..
° L4
. ° ° ° e °°° 4 o o LY +
I I I I I
10000 20000 30000 40000 50000
Pos (kbp)
L]
') . e - - . A
% R * £, _C5 & G e / 4 °
° 2 ] - -t Ty ° oY — S A o \ - A (Y e a Y ‘-r ® A
® * < AT e . Se e g e = ° =
L) .A °
A A
I I I I I
10000 20000 30000 40000 50000
Pos (kbp)
O CoD @@ OG»OoOo OO® (30 @GN 4D O ® ®O00 @®OOO ®O @ O OO0 GO O® O O @O OO0 OO G’ 00 OO
I I I I I
10000 20000 30000 40000 50000

Pos (kbp)



B-Allele Frequency

Copy Number log-ratio

Maximum Likelihood Copy Number

0.2 0.4 0.6 0.8

0.0

Purity: 0.15 Tumor ploidy: 1.434 SNV log-likelihood: —122256.27 GoF: 25.5% Mean coverage: 1651 Chromosome: chrX

A AA
4 % R M ma LT am8a 8 B0 B A aap Bp\RAR
. R < ° ° ° . A AApe
°® - e © ° 4 $ " o H [ ] ° °°
° e o ° ° o0 °
..80. :. ‘: ° ° .‘:O:O::&:O.‘.o ‘ '...Q .;. ¢ : ..0&:00 o ‘:g Q; .o:o LYS [ .o LI °
w Py e 5o v O ] 1 vt hd * o o
° ° ° °3
ce & o o o % LYY ° . ° LI
R T A A ° e 4o 48t P % Mfear 4 4 eeefo s D
I I I I
0 50000 100000 150000
Pos (kbp)
L) ° +
° . e ®o e .
oo e’ * +o 0 o4 .t °
.99, 00 ° ®.0%8 . o H > *ﬂ' &'o ) ‘o" 4 DpAs
u“.. % 5 .0 0%. o ¥ a #+ % 4 ..‘0. ‘. Ay 0’4. .A.'.ﬂ QAAﬁ 0...!|- ...% %Mﬁ'r 202
St s 2 DA RO RTINS AT L, 7L RIS 7 T
I I I I
0 50000 100000 150000
Pos (kbp)
o o D CENXIIIOGED CXHOED CERINEREND O GNIBOOMEINNIENENDCED
I I I I
0 50000 100000 150000

Pos (kbp)



