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RNA-seq exon coverage, aggregate (filtered), NCBI Homo sapiens Annotation Release 110 - log 2 scaled

s . A | ot ol . i bt i et 1 e, sl

RNA-seq intron-spanning reads, aggregate (filtered), NCBI Homo sapiens Annotation Release 110 - log 2 scaled

60 64760 64760 .
512
ﬂ- _ | IJ " e lid M I.. HH— T I.u.‘lu._-m li.
=

RNA-seq intron features, aggregate (filtered), NCBI Homo sapiens Annotation Release 110
JHHHI— H HI 23 g BH) | Y T, I T I WL b HEIE H K Il Lo I HH b HOOHELH LM ERA BRLE R H L HD T H R
ITHIH  HHHHI 1 H FHWHTH —IHT [T} | A T WH 0 ¥ o R ey | I THHT H FTH B - TR HEL Tl U R ERTHE tH BHTT HTE
111 HOHIHL 1D L TRy W1 | (N 1 = H IH H HII 8 [ THiT T I 1HI LT ST I U U R R
I MmH 11 110 HHL D 1l Wi il | (. I 1 = IIH 1T HILH IHI [ I I0H HOL g B0 TR CET i T o i
10111 FHI | 1111 HH 1] EH I [ I 0 Hi1H H Ll I I H HITHH 1Lt RN TR RARATIN ]
1111 I H L'l T H 1 AN e 1 @HILET H P I ILH  WITH b b f e
Ny [1H iy H N RN N O T 1 O R Il e TInH 1y PEDEEITET 10 LT
111 I HI o I Lo LT I S ]| FITH 1T TR NIRRT
Wi I H I | I RY I Ny ITH 1 Pt b P
I | H | T 1l I I NN TR RN L U A
| I W Il 1 1 | | NI 0] LECIET 1 1o
I I 1l 11 1 TINN TN
| | i I I Hi N AL A N NI
I | 1 I | Il L Lo
[ | | Il |
| [ ! [




