
article_id DOI article_year PubMed.ID Authors Author_ID Title
nar_2022_300 10.1093/nar/gkz950 2020 31667505 Robinson J., Barker D.J., Georgiou X., Cooper M.A., Flicek P., Marsh S.G.E.57198433717;57202388981;57204528164;57215310554;16506662800;55942654100;IPD-IMGT/HLA Database
nar_2022_301 10.1093/nar/gkz10232020 31701147 Stathias V., Turner J., Koleti A., Vidovic D., Cooper D., Fazel-Najafabadi M., Pilarczyk M., Terryn R., Chung C., Umeano A., Clarke D.J.B., Lachmann A., Evangelista J.E., Ma'Ayan A., Medvedovic M., Schürer S.C.55388540500;57197763132;56155490700;7005769267;57198997214;36930317000;57197094653;57202649385;23102709100;55910005200;57203183076;26040903700;57215277739;57203867894;35568838800;6506130708;LINCS Data Portal 2.0: Next generation access point for perturbation-response signatures
nar_2022_302 10.1093/nar/gkz947 2020 31665515 Papatheodorou I., Moreno P., Manning J., Fuentes A.M.-P., George N., Fexova S., Fonseca N.A., Füllgrabe A., Green M., Huang N., Huerta L., Iqbal H., Jianu M., Mohammed S., Zhao L., Jarnuczak A.F., Jupp S., Marioni J., Meyer K., Petryszak R., Prada Medina C.A., Talavera-López C., Teichmann S., Vizcaino J.A., Brazma A.6504799575;37097468700;57213182030;57193712168;57194113582;55240171200;35974889500;57222281659;57205369642;57212879236;57190049307;57200340086;57213181501;57050110800;57213181696;56593164400;6506738902;13103737300;7401793654;8727670500;57185739500;56631604700;7003495551;6603178595;7003445341;Expression Atlas update: From tissues to single cells
nar_2022_303 10.1093/nar/gkz10282020 31667506 Chen C., Zhou D., Gu Y., Wang C., Zhang M., Lin X., Xing J., Wang H., Zhang Y.57193732188;57194855681;57212005269;57213181526;57213181178;57213181288;57213181544;57213181334;57207473830;SEA version 3.0: A comprehensive extension and update of the Super-Enhancer archive
nar_2022_304 10.1093/nar/gkz981 2020 31691823 Wang Y., Zhang S., Li F., Zhou Y., Zhang Y., Wang Z., Zhang R., Zhu J., Ren Y., Tan Y., Qin C., Li Y., Li X., Chen Y., Zhu F.57202723244;57205316335;57205316229;57216262806;57215286218;57215291159;57209286368;55704603500;57215287276;54390132800;54389919100;57207039221;57190670230;57214919689;57201007252;Therapeutic target database 2020: Enriched resource for facilitating research and early development of targeted therapeutics
nar_2022_305 10.1093/nar/gkz934 2020 31713629 Fan Z., Chen R., Chen X.47760916200;8587708000;53979448800;SpatialDB: A database for spatially resolved transcriptomes
nar_2022_306 10.1093/nar/gkz982 2020 31724722 Ogasawara O., Kodama Y., Mashima J., Kosuge T., Fujisawa T.6602255967;15754181700;35345245800;7102729712;7402915304;DDBJ Database updates and computational infrastructure enhancement
nar_2022_307 10.1093/nar/gkz714 2020 31410491 Lima W.C., Gasteiger E., Marcatili P., Duek P., Bairoch A., Cosson P.8623809800;7003779411;24176149900;6506400559;7005698429;7003370710;The ABCD database: A repository for chemically defined antibodies
nar_2022_308 10.1093/nar/gkz10272020 31691822 Ning W., Guo Y., Lin S., Mei B., Wu Y., Jiang P., Tan X., Zhang W., Chen G., Peng D., Chu L., Xue Y.57203360802;57193717243;57188564553;23009226900;57195353753;57213185027;57213182230;57213181969;57213181849;57203353711;57206273643;7402270422;DrLLPS: A data resource of liquid-liquid phase separation in eukaryotes
nar_2022_309 10.1093/nar/gkz10202020 31701126 Tian F., Yang D.-C., Meng Y.-Q., Jin J., Gao G.57192089143;57192540956;57193730174;37665074300;56402388600;PlantRegMap: Charting functional regulatory maps in plants
nar_2022_310 10.1093/nar/gkz10192020 31691833 Haug K., Cochrane K., Nainala V.C., Williams M., Chang J., Jayaseelan K.V., O'Donovan C.35344695800;57200688712;57191922485;57213181994;57215306194;37097161800;7003929451;MetaboLights: A resource evolving in response to the needs of its scientific community
nar_2022_311 10.1093/nar/gkz993 2020 31686102 Nizami B., Bereczki-Szakál D., Varró N., El Battioui K., Nagaraj V.U., Szigyártó I.C., Mándity I., Beke-Somfai T.55991214800;57213182228;57211394260;57213181697;57207778694;6503965170;6506473743;35323780200;FoldamerDB: A database of peptidic foldamers
nar_2022_312 10.1093/nar/gkz945 2020 31665499 Chèneby J., Ménétrier Z., Mestdagh M., Rosnet T., Douida A., Rhalloussi W., Bergon A., Lopez F., Ballester B.57197844464;57215118191;57215123465;57203184949;57215125247;57215124411;25929866000;7202047883;23476391000;ReMap 2020: A database of regulatory regions from an integrative analysis of Human and Arabidopsis DNA-binding sequencing experiments
nar_2022_313 10.1093/nar/gkz881 2020 31598675 Feng C., Song C., Liu Y., Qian F., Gao Y., Ning Z., Wang Q., Jiang Y., Li Y., Li M., Chen J., Zhang J., Li C.55813262600;57188645698;56596856300;57205371408;57215115545;57204616731;7406916379;57207783686;57208216041;57189710620;57210707253;57221545847;35237706300;KnockTF: A comprehensive human gene expression profile database with knockdown/knockout of transcription factors
nar_2022_314 10.1093/nar/gkz778 2020 31906602 Li Q., Peng X., Li Y., Tang W., Zhu J., Huang J., Qi Y., Zhang Z.57209775702;57215335177;57215314897;57215327030;57215328043;57215315495;57215326519;56068627500;LLPSDB: A database of proteins undergoing liquid-liquid phase separation in vitro
nar_2022_315 10.1093/nar/gkz882 2020 31612915 Kautsar S.A., Blin K., Shaw S., Navarro-Muñoz J.C., Terlouw B.R., Van Der Hooft J.J.J., Van Santen J.A., Tracanna V., Suarez Duran H.G., Pascal Andreu V., Selem-Mojica N., Alanjary M., Robinson S.L., Lund G., Epstein S.C., Sisto A.C., Charkoudian L.K., Collemare J., Linington R.G., Weber T., Medema M.H.56593205500;54789397100;57205327808;57209002373;57204580162;35068720200;56699718200;57194454815;57194827498;57205371229;57193552873;43762066600;57196075579;57215112823;57202913340;57204284236;13404524400;16068194500;6508105568;9740106000;35115339800;MIBiG 2.0: A repository for biosynthetic gene clusters of known function
nar_2022_316 10.1093/nar/gkz823 2020 31598693 Liao J.-Y., Yang B., Zhang Y.-C., Wang X.-J., Ye Y., Peng J.-W., Yang Z.-Z., He J.-H., Zhang Y., Hu K., Lin D.-C., Yin D.56059900400;57210165335;26022229500;57211372102;26633339600;57213184522;57215315981;57209611253;55841978900;38961415700;17135073900;57220878933;EuRBPDB: A comprehensive resource for annotation, functional and oncological investigation of eukaryotic RNA binding proteins (RBPs)
nar_2022_317 10.1093/nar/gkz715 2020 31428785 Yu F., Li K., Li S., Liu J., Zhang Y., Zhou M., Zhao H., Chen H., Wu N., Liu Z., Su J.56544942200;57213181813;57213185091;57218350738;57213605281;7403506034;57212313474;14526913400;55263854000;36652720100;55542490800;CFEA: A cell-free epigenome atlas in human diseases
nar_2022_318 10.1093/nar/gkz896 2020 31647101 Huang H.-Y., Lin Y.-C.-D., Li J., Huang K.-Y., Shrestha S., Hong H.-C., Tang Y., Chen Y.-G., Jin C.-N., Yu Y., Xu J.-T., Li Y.-M., Cai X.-X., Zhou Z.-Y., Chen X.-H., Pei Y.-Y., Hu L., Su J.-J., Cui S.-D., Wang F., Xie Y.-Y., Ding S.-Y., Luo M.-F., Chou C.-H., Chang N.-W., Chen K.-W., Cheng Y.-H., Wan X.-H., Hsu W.-L., Lee T.-Y., Wei F.-X., Huang H.-D.37025368700;57215286625;57215302336;55317440000;55816642100;57190047284;57215280110;57215302396;57215276072;57215271323;57215283977;57215290772;57215280046;57215302101;57215283103;57213227195;57215750090;57215271583;57215271361;57221088062;57215280084;57215273505;57215285689;35069289700;57195324825;57215295801;57215292052;57221013376;26324042000;8503006200;25960537000;7405615434;MiRTarBase 2020: Updates to the experimentally validated microRNA-target interaction database
nar_2022_319 10.1093/nar/gkz951 2020 31691834 Armstrong J.F., Faccenda E., Harding S.D., Pawson A.J., Southan C., Sharman J.L., Campo B., Cavanagh D.R., Alexander S.P.H., Davenport A.P., Spedding M., Davies J.A.7403155277;6507010871;57196118114;6602157478;7004000701;18038776000;7004462529;57200608535;10539802900;35271461400;7005213217;7404983017;The IUPHAR/BPS Guide to PHARMACOLOGY in 2020: Extending immunopharmacology content and introducing the IUPHAR/MMV Guide to MALARIA PHARMACOLOGY
nar_2022_320 10.1093/nar/gkz861 2020 31602464 Wishart D.S., Li C., Marcu A., Badran H., Pon A., Budinski Z., Patron J., Lipton D., Cao X., Oler E., Li K., Paccoud M., Hong C., Guo A.C., Chan C., Wei W., Ramirez-Gaona M.57213639598;57200332260;57190044588;57200338081;35345499300;57208515212;57212222557;57215316133;57215309181;57215308315;57215304869;57215306819;57215314351;7101837218;57215322171;57215304171;56912259000;PathBank: A comprehensive pathway database for model organisms
nar_2022_321 10.1093/nar/gkz862 2020 31586394 Caspi R., Billington R., Keseler I.M., Kothari A., Krummenacker M., Midford P.E., Ong W.K., Paley S., Subhraveti P., Karp P.D.36795330000;55990709700;6507517200;35345342400;6507578673;6603048400;56127484900;6701786955;37089797200;7006431499;The MetaCyc database of metabolic pathways and enzymes-a 2019 update
nar_2022_322 10.1093/nar/gkz909 2020 31612943 Singh P.P., Isambert H.55509715800;6602567946;OHNOLOGS v2: A comprehensive resource for the genes retained from whole genome duplication in vertebrates
nar_2022_323 10.1093/nar/gkz970 2020 31665425 Chiu T.-P., Xin B., Markarian N., Wang Y., Rohs R.56939933100;56915404400;57215302831;57215332385;6602420905;TFBSshape: An expanded motif database for DNA shape features of transcription factor binding sites
nar_2022_324 10.1093/nar/gkz889 2020 31612957 Sagendorf J.M., Markarian N., Berman H.M., Rohs R.57194835606;57215302831;7101628162;6602420905;DNAproDB: An expanded database and web-based tool for structural analysis of DNA-protein complexes
nar_2022_325 10.1093/nar/gkz986 2020 31724725 Benoit Bouvrette L.P., Bovaird S., Blanchette M., Lécuyer E.57189683950;57203313096;7004358364;24076169500;ORNAment: A database of putative RNA binding protein target sites in the transcriptomes of model species
nar_2022_326 10.1093/nar/gkz859 2020 31586406 Monteiro P.T., Oliveira J., Pais P., Antunes M., Palma M., Cavalheiro M., Galocha M., Godinho C.P., Martins L.C., Bourbon N., Mota M.N., Ribeiro R.A., Viana R., Sá-Correia I., Teixeira M.C.35362263400;57215335232;56884114900;57200336360;16646738800;56884510400;57202955577;55342437000;57220666820;57215314214;57215320666;57220971246;57208897454;7005894845;7202390472;YEASTRACT+: A portal for cross-species comparative genomics of transcription regulation in yeasts
nar_2022_327 10.1093/nar/gkz958 2020 31665428 Liu X., Lu S., Song K., Shen Q., Ni D., Li Q., He X., Zhang H., Wang Q., Chen Y., Li X., Wu J., Sheng C., Chen G., Liu Y., Lu X., Zhang J.23485980600;55476818000;57190047467;55990610500;57196062828;57213271265;57204556445;57216241051;57215607684;46061026400;57209508371;57215128481;7005998925;57201409516;55845377600;57190565416;57220148358;Unraveling allosteric landscapes of allosterome with ASD
nar_2022_328 10.1093/nar/gkz885 2020 31598695 Fromm B., Domanska D., Høye E., Ovchinnikov V., Kang W., Aparicio-Puerta E., Johansen M., Flatmark K., Mathelier A., Hovig E., Hackenberg M., Friedländer M.R., Peterson K.J.56723764600;57195636708;57190577479;56647707100;57188813265;57205372438;36815923900;6603644461;36173135600;7004194119;6602124331;23995068900;7201802862;MirGeneDB 2.0: The metazoan microRNA complement
nar_2022_329 10.1093/nar/gkz890 2020 31598706 Howe K.L., Contreras-Moreira B., De Silva N., Maslen G., Akanni W., Allen J., Alvarez-Jarreta J., Barba M., Bolser D.M., Cambell L., Carbajo M., Chakiachvili M., Christensen M., Cummins C., Cuzick A., Davis P., Fexova S., Gall A., George N., Gil L., Gupta P., Hammond-Kosack K.E., Haskell E., Hunt S.E., Jaiswal P., Janacek S.H., Kersey P.J., Langridge N., Maheswari U., Maurel T., McDowall M.D., Moore B., Muffato M., Naamati G., Naithani S., Olson A., Papatheodorou I., Patricio M., Paulini M., Pedro H., Perry E., Preece J., Rosello M., Russell M., Sitnik V., Staines D.M., Stein J., Tello-Ruiz M.K., Trevanion S.J., Urban M., Wei S., Ware D., Williams G., Yates A.D., Flicek P.23094189000;6602677166;56355921100;6602079261;56196988700;57211733674;55221822400;57200329631;7004162727;57215273940;57215283808;57205138341;56384499100;57190044241;8135056000;55464232600;55240171200;57200339903;57194113582;55250854500;55260419100;6603832654;57200336400;57197109376;6701448626;26666847900;7003899600;55249878700;7801662122;55659110700;24394192600;57212797402;23485883100;29467628500;6701848773;12776634800;6504799575;36061296200;57194288955;57073334100;56940034300;54901124500;57193731950;56243680300;57220290310;35345490700;7402750232;22837106700;55658171500;57220614973;35313250600;57206369615;55469199900;8910970500;57202555507;Ensembl Genomes 2020-enabling non-vertebrate genomic research



Journal resource_name previously_published JL_DB_ID is_a_pun
Nucleic Acids Research IPD-IMGT/HLA Database FALSE FALSE
Nucleic Acids Research LINCS:The Library of Integrated Network-Based Cellular SignaturesTRUE FALSE
Nucleic Acids Research Expression Atlas TRUE MBDC1294 FALSE
Nucleic Acids Research SEA:Super-Enhancer archive TRUE TRUE
Nucleic Acids Research TTD:Therapeutic Target Database FALSE FALSE
Nucleic Acids Research SpatialDB FALSE FALSE
Nucleic Acids Research DDBJ TRUE FALSE
Nucleic Acids Research ABCD:AntiBodies Chemically DefinedFALSE TRUE
Nucleic Acids Research DrLLPS:data resource of liquid–liquid phase separationFALSE TRUE
Nucleic Acids Research PlantRegMap TRUE FALSE
Nucleic Acids Research MetaboLights FALSE MBDC1629 FALSE
Nucleic Acids Research FoldamerDB FALSE FALSE
Nucleic Acids Research ReMap FALSE FALSE
Nucleic Acids Research KnockTF FALSE TRUE
Nucleic Acids Research LLPSDB:Liquid-liquid phase separation DatabaseFALSE FALSE
Nucleic Acids Research MIBiG:Minimum Information about a Biosynthetic Gene clusterFALSE TRUE
Nucleic Acids Research EuRBPDB FALSE FALSE
Nucleic Acids Research CFEA: cell-free epigenome atlas FALSE FALSE
Nucleic Acids Research miRTarBase:microRNA–target interaction database TRUE FALSE
Nucleic Acids Research IUPHAR/BPS Guide to PHARMACOLOGYTRUE FALSE
Nucleic Acids Research PathBank: comprehensive pathway database for model organismsFALSE FALSE
Nucleic Acids Research The MetaCyc database of metabolic pathways and enzymesTRUE FALSE
Nucleic Acids Research OHNOLOGS v2:comprehensive resource for the genes retained from whole genome duplication in vertebrates TRUE TRUE
Nucleic Acids Research TFBSshape FALSE MBDC1679 FALSE
Nucleic Acids Research DNAproDB FALSE FALSE
Nucleic Acids Research oRNAment FALSE TRUE
Nucleic Acids Research YEASTRACT+ FALSE TRUE
Nucleic Acids Research Unraveling allosteric landscapes of allosterome with ASDTRUE FALSE
Nucleic Acids Research MirGeneDB TRUE FALSE
Nucleic Acids Research Ensembl Genomes FALSE NAR9078 FALSE



current_access available unavailable_message
TRUE http://www.ebi.ac.uk/ipd/imgt/hla/
TRUE https://lincsportal.ccs.miami.edu/signatures/home
TRUE https://www.ebi.ac.uk/gxa/home
TRUE http://sea.edbc.org/
TRUE http://db.idrblab.net/ttd/
FALSE https://www.spatialomics.org/SpatialDBNET::ERR_CERT_DATE_INVALID
TRUE https://www.ddbj.nig.ac.jp/index-e.html
TRUE https://web.expasy.org/abcd/
TRUE http://llps.biocuckoo.cn/
TRUE http://plantregmap.cbi.pku.edu.cn/
TRUE https://www.ebi.ac.uk/metabolights/
TRUE http://foldamerdb.ttk.hu/
TRUE https://remap.univ-amu.fr/
TRUE http://www.licpathway.net/KnockTF/index.html
FALSE http://bio-comp.ucas.ac.cn/llpsdb ERR_CONNECTION_TIMED_OUT
TRUE https://mibig.secondarymetabolites.org/
TRUE http://eurbpdb.gzsys.org.cn/
TRUE  http://www.bio-data.cn/CFEA/
FALSE https://mirtarbase.cuhk.edu.cn/ ERR_EMPTY_RESPONSE

TRUE https://www.guidetopharmacology.org/
TRUE http://www.pathbank.org/
TRUE https://metacyc.org/
TRUE http://ohnologs.curie.fr/
TRUE https://tfbsshape.usc.edu/
TRUE https://dnaprodb.usc.edu/
TRUE http://rnabiology.ircm.qc.ca/oRNAment/
TRUE http://yeastract-plus.org/
TRUE http://mdl.shsmu.edu.cn/ASD/
TRUE https://mirgenedb.org/
TRUE http://ensemblgenomes.org/
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NET::ERR_CERT_DATE_INVALID
unsure about update
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ERR_CONNECTION_TIMED_OUT


