
Collector article_id DOI article_year PubMed.ID Authors

Your_dataset nar_2022_300 10.1093/nar/gkz950 2020 31667505 Robinson J., Barker D.J., Georgiou X., Cooper M.A., Flicek P., Marsh S.G.E.

Your_dataset nar_2022_301 10.1093/nar/gkz1023 2020 31701147 Stathias V., Turner J., Koleti A., Vidovic D., Cooper D., Fazel-Najafabadi M., Pilarczyk M., Terryn R., Chung C., Umeano A., Clarke D.J.B., Lachmann A., Evangelista J.E., Ma'Ayan A., Medvedovic M., Schürer S.C.

Your_dataset nar_2022_302 10.1093/nar/gkz947 2020 31665515 Papatheodorou I., Moreno P., Manning J., Fuentes A.M.-P., George N., Fexova S., Fonseca N.A., Füllgrabe A., Green M., Huang N., Huerta L., Iqbal H., Jianu M., Mohammed S., Zhao L., Jarnuczak A.F., Jupp S., Marioni J., Meyer K., Petryszak R., Prada Medina C.A., Talavera-López C., Teichmann S., Vizcaino J.A., Brazma A.

Your_dataset nar_2022_303 10.1093/nar/gkz1028 2020 31667506 Chen C., Zhou D., Gu Y., Wang C., Zhang M., Lin X., Xing J., Wang H., Zhang Y.

Your_dataset nar_2022_304 10.1093/nar/gkz981 2020 31691823 Wang Y., Zhang S., Li F., Zhou Y., Zhang Y., Wang Z., Zhang R., Zhu J., Ren Y., Tan Y., Qin C., Li Y., Li X., Chen Y., Zhu F.

Your_dataset nar_2022_305 10.1093/nar/gkz934 2020 31713629 Fan Z., Chen R., Chen X.

Your_dataset nar_2022_306 10.1093/nar/gkz982 2020 31724722 Ogasawara O., Kodama Y., Mashima J., Kosuge T., Fujisawa T.

Your_dataset nar_2022_307 10.1093/nar/gkz714 2020 31410491 Lima W.C., Gasteiger E., Marcatili P., Duek P., Bairoch A., Cosson P.

Your_dataset nar_2022_308 10.1093/nar/gkz1027 2020 31691822 Ning W., Guo Y., Lin S., Mei B., Wu Y., Jiang P., Tan X., Zhang W., Chen G., Peng D., Chu L., Xue Y.

Your_dataset nar_2022_309 10.1093/nar/gkz1020 2020 31701126 Tian F., Yang D.-C., Meng Y.-Q., Jin J., Gao G.

Your_dataset nar_2022_310 10.1093/nar/gkz1019 2020 31691833 Haug K., Cochrane K., Nainala V.C., Williams M., Chang J., Jayaseelan K.V., O'Donovan C.

Your_dataset nar_2022_311 10.1093/nar/gkz993 2020 31686102 Nizami B., Bereczki-Szakál D., Varró N., El Battioui K., Nagaraj V.U., Szigyártó I.C., Mándity I., Beke-Somfai T.

Your_dataset nar_2022_312 10.1093/nar/gkz945 2020 31665499 Chèneby J., Ménétrier Z., Mestdagh M., Rosnet T., Douida A., Rhalloussi W., Bergon A., Lopez F., Ballester B.

Your_dataset nar_2022_313 10.1093/nar/gkz881 2020 31598675 Feng C., Song C., Liu Y., Qian F., Gao Y., Ning Z., Wang Q., Jiang Y., Li Y., Li M., Chen J., Zhang J., Li C.

Your_dataset nar_2022_314 10.1093/nar/gkz778 2020 31906602 Li Q., Peng X., Li Y., Tang W., Zhu J., Huang J., Qi Y., Zhang Z.

Your_dataset nar_2022_315 10.1093/nar/gkz882 2020 31612915 Kautsar S.A., Blin K., Shaw S., Navarro-Muñoz J.C., Terlouw B.R., Van Der Hooft J.J.J., Van Santen J.A., Tracanna V., Suarez Duran H.G., Pascal Andreu V., Selem-Mojica N., Alanjary M., Robinson S.L., Lund G., Epstein S.C., Sisto A.C., Charkoudian L.K., Collemare J., Linington R.G., Weber T., Medema M.H.

Your_dataset nar_2022_316 10.1093/nar/gkz823 2020 31598693 Liao J.-Y., Yang B., Zhang Y.-C., Wang X.-J., Ye Y., Peng J.-W., Yang Z.-Z., He J.-H., Zhang Y., Hu K., Lin D.-C., Yin D.

Your_dataset nar_2022_317 10.1093/nar/gkz715 2020 31428785 Yu F., Li K., Li S., Liu J., Zhang Y., Zhou M., Zhao H., Chen H., Wu N., Liu Z., Su J.

Your_dataset nar_2022_318 10.1093/nar/gkz896 2020 31647101 Huang H.-Y., Lin Y.-C.-D., Li J., Huang K.-Y., Shrestha S., Hong H.-C., Tang Y., Chen Y.-G., Jin C.-N., Yu Y., Xu J.-T., Li Y.-M., Cai X.-X., Zhou Z.-Y., Chen X.-H., Pei Y.-Y., Hu L., Su J.-J., Cui S.-D., Wang F., Xie Y.-Y., Ding S.-Y., Luo M.-F., Chou C.-H., Chang N.-W., Chen K.-W., Cheng Y.-H., Wan X.-H., Hsu W.-L., Lee T.-Y., Wei F.-X., Huang H.-D.

Your_dataset nar_2022_319 10.1093/nar/gkz951 2020 31691834 Armstrong J.F., Faccenda E., Harding S.D., Pawson A.J., Southan C., Sharman J.L., Campo B., Cavanagh D.R., Alexander S.P.H., Davenport A.P., Spedding M., Davies J.A.

Your_dataset nar_2022_320 10.1093/nar/gkz861 2020 31602464 Wishart D.S., Li C., Marcu A., Badran H., Pon A., Budinski Z., Patron J., Lipton D., Cao X., Oler E., Li K., Paccoud M., Hong C., Guo A.C., Chan C., Wei W., Ramirez-Gaona M.

Your_dataset nar_2022_321 10.1093/nar/gkz862 2020 31586394 Caspi R., Billington R., Keseler I.M., Kothari A., Krummenacker M., Midford P.E., Ong W.K., Paley S., Subhraveti P., Karp P.D.

Your_dataset nar_2022_322 10.1093/nar/gkz909 2020 31612943 Singh P.P., Isambert H.

Your_dataset nar_2022_323 10.1093/nar/gkz970 2020 31665425 Chiu T.-P., Xin B., Markarian N., Wang Y., Rohs R.

Your_dataset nar_2022_324 10.1093/nar/gkz889 2020 31612957 Sagendorf J.M., Markarian N., Berman H.M., Rohs R.

Your_dataset nar_2022_325 10.1093/nar/gkz986 2020 31724725 Benoit Bouvrette L.P., Bovaird S., Blanchette M., Lécuyer E.

Your_dataset nar_2022_326 10.1093/nar/gkz859 2020 31586406 Monteiro P.T., Oliveira J., Pais P., Antunes M., Palma M., Cavalheiro M., Galocha M., Godinho C.P., Martins L.C., Bourbon N., Mota M.N., Ribeiro R.A., Viana R., Sá-Correia I., Teixeira M.C.

Your_dataset nar_2022_327 10.1093/nar/gkz958 2020 31665428 Liu X., Lu S., Song K., Shen Q., Ni D., Li Q., He X., Zhang H., Wang Q., Chen Y., Li X., Wu J., Sheng C., Chen G., Liu Y., Lu X., Zhang J.

Your_dataset nar_2022_328 10.1093/nar/gkz885 2020 31598695 Fromm B., Domanska D., Høye E., Ovchinnikov V., Kang W., Aparicio-Puerta E., Johansen M., Flatmark K., Mathelier A., Hovig E., Hackenberg M., Friedländer M.R., Peterson K.J.

Your_dataset nar_2022_329 10.1093/nar/gkz890 2020 31598706 Howe K.L., Contreras-Moreira B., De Silva N., Maslen G., Akanni W., Allen J., Alvarez-Jarreta J., Barba M., Bolser D.M., Cambell L., Carbajo M., Chakiachvili M., Christensen M., Cummins C., Cuzick A., Davis P., Fexova S., Gall A., George N., Gil L., Gupta P., Hammond-Kosack K.E., Haskell E., Hunt S.E., Jaiswal P., Janacek S.H., Kersey P.J., Langridge N., Maheswari U., Maurel T., McDowall M.D., Moore B., Muffato M., Naamati G., Naithani S., Olson A., Papatheodorou I., Patricio M., Paulini M., Pedro H., Perry E., Preece J., Rosello M., Russell M., Sitnik V., Staines D.M., Stein J., Tello-Ruiz M.K., Trevanion S.J., Urban M., Wei S., Ware D., Williams G., Yates A.D., Flicek P.

Collector article_id DOI article_year PubMed.ID Authors

Peer1 nar_2022_360 10.1093/nar/gky961 2019 30321395 Lock A., Rutherford K., Harris M.A., Hayles J., Oliver S.G., Bähler J., Wood V.

Peer1 nar_2022_361 10.1093/nar/gky1097 2019 30398663 Sillitoe I., Dawson N., Lewis T.E., Das S., Lees J.G., Ashford P., Tolulope A., Scholes H.M., Senatorov I., Bujan A., Ceballos Rodriguez-Conde F., Dowling B., Thornton J., Orengo C.A.

Peer1 nar_2022_362 10.1093/nar/gky822 2019 30204897 Hu H., Miao Y.-R., Jia L.-H., Yu Q.-Y., Zhang Q., Guo A.-Y.

Peer1 nar_2022_363 10.1093/nar/gky1096 2019 30407549 Gao Y., Wang P., Wang Y., Ma X., Zhi H., Zhou D., Li X., Fang Y., Shen W., Xu Y., Shang S., Wang L., Wang L., Ning S., Li X.

Peer1 nar_2022_364 10.1093/nar/gky1016 2019 30371827 Rentzsch P., Witten D., Cooper G.M., Shendure J., Kircher M.

Peer1 nar_2022_365 10.1093/nar/gky1079 2019 30476227 Oughtred R., Stark C., Breitkreutz B.-J., Rust J., Boucher L., Chang C., Kolas N., O'Donnell L., Leung G., McAdam R., Zhang F., Dolma S., Willems A., Coulombe-Huntington J., Chatr-Aryamontri A., Dolinski K., Tyers M.

Peer1 nar_2022_366 10.1093/nar/gky941 2019 30357397 Dubreuil B., Sass E., Nadav Y., Heidenreich M., Georgeson J.M., Weill U., Duan Y., Meurer M., Schuldiner M., Knop M., Levy E.D.

Peer1 nar_2022_367 10.1093/nar/gky1127 2019 30407573 Paez-Espino D., Roux S., Chen I.-M.A., Palaniappan K., Ratner A., Chu K., Huntemann M., Reddy T.B.K., Pons J.C., Llabrés M., Eloe-Fadrosh E.A., Ivanova N.N., Kyrpides N.C.

Peer1 nar_2022_368 10.1093/nar/gky1128 2019 30445619 Yevshin I., Sharipov R., Kolmykov S., Kondrakhin Y., Kolpakov F.



Peer1 nar_2022_369 10.1093/nar/gky1031 2019 30371849 Volders P.-J., Anckaert J., Verheggen K., Nuytens J., Martens L., Mestdagh P., Vandesompele J.

Peer1 nar_2022_370 10.1093/nar/gky1139 2019 30445567 Li X., Shi L., Wang Y., Zhong J., Zhao X., Teng H., Shi X., Yang H., Ruan S., Li M., Sun Z.S., Zhan Q., Mao F.

Peer1 nar_2022_371 10.1093/nar/gky948 2019 30329070 Mohamed A., Shah A.D., Chen D., Hill M.M.

Peer1 nar_2022_372 10.1093/nar/gky1020 2019 30395284 Choi J., Baldwin T.M., Wong M., Bolden J.E., Fairfax K.A., Lucas E.C., Cole R., Biben C., Morgan C., Ramsay K.A., Ng A.P., Kauppi M., Corcoran L.M., Shi W., Wilson N., Wilson M.J., Alexander W.S., Hilton D.J., De Graaf C.A.

Peer1 nar_2022_373 10.1093/nar/gky1099 2019 30407557 Lizio M., Abugessaisa I., Noguchi S., Kondo A., Hasegawa A., Hon C.C., De Hoon M., Severin J., Oki S., Hayashizaki Y., Carninci P., Kasukawa T., Kawaji H.

Peer1 nar_2022_374 10.1093/nar/gky954 2019 30329095 Tian J., Wang Z., Mei S., Yang N., Yang Y., Ke J., Zhu Y., Gong Y., Zou D., Peng X., Wang X., Wan H., Zhong R., Chang J., Gong J., Han L., Miao X.

Peer1 nar_2022_375 10.1093/nar/gky967 2019 30445601 Lang B., Armaos A., Tartaglia G.G.

Peer1 nar_2022_376 10.1093/nar/gky949 2019 30357364 Burley S.K., Berman H.M., Bhikadiya C., Bi C., Chen L., Di Costanzo L., Christie C., Duarte J.M., Dutta S., Feng Z., Ghosh S., Goodsell D.S., Green R.K., Guranovic V., Guzenko D., Hudson B.P., Liang Y., Lowe R., Peisach E., Periskova I., Randle C., Rose A., Sekharan M., Shao C., Tao Y.-P., Valasatava Y., Voigt M., Westbrook J., Young J., Zardecki C., Zhuravleva M., Kurisu G., Nakamura H., Kengaku Y., Cho H., Sato J., Kim J.Y., Ikegawa Y., Nakagawa A., Yamashita R., Kudou T., Bekker G.-J., Suzuki H., Iwata T., Yokochi M., Kobayashi N., Fujiwara T., Velankar S., Kleywegt G.J., Anyango S., Armstrong D.R., Berrisford J.M., Conroy M.J., Dana J.M., Deshpande M., Gane P., Gáborová R., Gupta D., Gutmanas A., Koča J., Mak L., Mir S., Mukhopadhyay A., Nadzirin N., Nair S., Patwardhan A., Paysan-Lafosse T., Pravda L., Salih O., Sehnal D., Varadi M., Vǎreková R., Markley J.L., Hoch J.C., Romero P.R., Baskaran K., Maziuk D., Ulrich E.L., Wedell J.R., Yao H., Livny M., Ioannidis Y.E., WwPDB consortium

Peer1 nar_2022_377 10.1093/nar/gky1049 2019 30395287 Bateman A., The UniProt Consortium

Peer1 nar_2022_378 10.1093/nar/gky1123 2019 30407568 Liu M., Li X., Xie Y., Bi D., Sun J., Li J., Tai C., Deng Z., Ou H.-Y.

Peer1 nar_2022_379 10.1093/nar/gky969 2019 30329086 Kinney N., Titus-Glover K., Wren J.D., Varghese R.T., Michalak P., Liao H., Anandakrishnan R., Pulenthiran A., Kang L., Garner H.R.

Peer1 nar_2022_380 10.1093/nar/gky1144 2019 30476305 Wang P., Li X., Gao Y., Guo Q., Wang Y., Fang Y., Ma X., Zhi H., Zhou D., Shen W., Liu W., Wang L., Zhang Y., Ning S., Li X.

Peer1 nar_2022_381 10.1093/nar/gky843 2019 30247677 Ehler E., Novotńy J., Juras A., Chylénski M., Moravčik O., Pačes J.

Peer1 nar_2022_382 10.1093/nar/gky936 2019 30299502 Brunet M.A., Brunelle M., Lucier J.-F., Delcourt V., Levesque M., Grenier F., Samandi S., Leblanc S., Aguilar J.-D., Dufour P., Jacques J.-F., Fournier I., Ouangraoua A., Scott M.S., Boisvert F.-M., Roucou X.

Peer1 nar_2022_383 10.1093/nar/gky1056 2019 30407599 Bult C.J., Blake J.A., Smith C.L., Kadin J.A., Richardson J.E., Anagnostopoulos A., Asabor R., Baldarelli R.M., Beal J.S., Bello S.M., Blodgett O., Butler N.E., Christie K.R., Corbani L.E., Creelman J., Dolan M.E., Drabkin H.J., Giannatto S.L., Hale P., Hill D.P., Law M., Mendoza A., McAndrews M., Miers D., Motenko H., Ni L., Onda H., Perry M., Recla J.M., Richards-Smith B., Sitnikov D., Tomczuk M., Tonorio G., Wilming L., Zhu Y., Mouse Genome Database Group

Peer1 nar_2022_384 10.1093/nar/gky1064 2019 30407577 Choi J., Pacheco C.M., Mosbergen R., Korn O., Chen T., Nagpal I., Englart S., Angel P.W., Wells C.A.

Peer1 nar_2022_385 10.1093/nar/gky879 2019 30256983 Reimer L.C., Vetcininova A., Carbasse J.S., Söhngen C., Gleim D., Ebeling C., Overmann J.

Peer1 nar_2022_386 10.1093/nar/gky965 2019 30357356 Zeng X., Zhang P., Wang Y., Qin C., Chen S., He W., Tao L., Tan Y., Gao D., Wang B., Chen Z., Chen W., Jiang Y.Y., Chen Y.Z.

Peer1 nar_2022_387 10.1093/nar/gky1267 2019 30626175 Rigden D.J., Fernández X.M.

Peer1 nar_2022_388 10.1093/nar/gky901 2019 30289528 Chen I.-M.A., Chu K., Palaniappan K., Pillay M., Ratner A., Huang J., Huntemann M., Varghese N., White J.R., Seshadri R., Smirnova T., Kirton E., Jungbluth S.P., Woyke T., Eloe-Fadrosh E.A., Ivanova N.N., Kyrpides N.C.

Peer1 nar_2022_389 10.1093/nar/gky1013 2019 30364992 Richardson L.J., Rawlings N.D., Salazar G.A., Almeida A., Haft D.R., Ducq G., Sutton G.G., Finn R.D.

Collector article_id DOI article_year PubMed.ID Authors

Peer2 nar_2022_535 10.1093/nar/gkx920 2018 29059320 Zhang G., Shi J., Zhu S., Lan Y., Xu L., Yuan H., Liao G., Liu X., Zhang Y., Xiao Y., Li X.

Peer2 nar_2022_536 10.1093/nar/gkx877 2018 29036683 Ru B., Sun J., Tong Y., Wong C.N., Chandra A., Tang A.T.S., Chow L.K.Y., Wun W.L., Levitskaya Z., Zhang J.

Peer2 nar_2022_537 10.1093/nar/gkx907 2018 30053270 Dingerdissen H.M., Torcivia-Rodriguez J., Hu Y., Chang T.-C., Mazumder R., Kahsay R.

Peer2 nar_2022_538 10.1093/nar/gkx873 2018 30053264 Yesselman J.D., Tian S., Liu X., Shi L., Li J.B., Das R.

Peer2 nar_2022_539 10.1093/nar/gkx1067 2018 29126174 Chou C.-H., Shrestha S., Yang C.-D., Chang N.-W., Lin Y.-L., Liao K.-W., Huang W.-C., Sun T.-H., Tu S.-J., Lee W.-H., Chiew M.-Y., Tai C.-S., Wei T.-Y., Tsai T.-R., Huang H.-T., Wang C.-Y., Wu H.-Y., Ho S.-Y., Chen P.-R., Chuang C.-H., Hsieh P.-J., Wu Y.-S., Chen W.-L., Li M.-J., Wu Y.-C., Huang X.-Y., Ng F.L., Buddhakosai W., Huang P.-C., Lan K.-C., Huang C.-Y., Weng S.-L., Cheng Y.-N., Liang C., Hsu W.-L., Huang H.-D.

Peer2 nar_2022_630 10.1093/nar/gkx1005 2018 29161421 Levchenko M., Gou Y., Graef F., Hamelers A., Huang Z., Ide-Smith M., Iyer A., Kilian O., Katuri J., Kim J.-H., Marinos N., Nambiar R., Parkin M., Pi X., Rogers F., Talo F., Vartak V., Venkatesan A., McEntyre J.

Peer2 nar_2022_631 10.1093/nar/gkx842 2018 29036684 Teixeira M.C., Monteiro P.T., Palma M., Costa C., Godinho C.P., Pais P., Cavalheiro M., Antunes M., Lemos A., Pedreira T., Sá-Correia I.

Peer2 nar_2022_632 10.1093/nar/gkx770 2018 28977551 Pan J., Liu S., Zhu H., Qian J.

Peer2 nar_2022_633 10.1093/nar/gkx1092 2018 29126285 Chèneby J., Gheorghe M., Artufel M., Mathelier A., Ballester B.

Peer2 nar_2022_634 10.1093/nar/gkx994 2018 29069445 Lee S., Zhang C., Arif M., Liu Z., Benfeitas R., Bidkhori G., Deshmukh S., Al Shobky M., Lovric A., Boren J., Nielsen J., Uhlen M., Mardinoglu A.

Peer2 nar_2022_635 10.1093/nar/gkx1130 2018 29140531 Olexiouk V., Van Criekinge W., Menschaert G.

Peer2 nar_2022_636 10.1093/nar/gkx998 2018 29069413 Lee R.Y.N., Howe K.L., Harris T.W., Arnaboldi V., Cain S., Chan J., Chen W.J., Davis P., Gao S., Grove C., Kishore R., Muller H.-M., Nakamura C., Nuin P., Paulini M., Raciti D., Rodgers F., Russell M., Schindelman G., Tuli M.A., Van Auken K., Wang Q., Williams G., Wright A., Yook K., Berriman M., Kersey P., Schedl T., Stein L., Sternberg P.W.

Peer2 nar_2022_637 10.1093/nar/gkx911 2018 30053271 Smirnov P., Kofia V., Maru A., Freeman M., Ho C., El-Hachem N., Adam G.-A., Ba-Alawi W., Safikhani Z., Haibe-Kains B.

Peer2 nar_2022_639 10.1093/nar/gkx1085 2018 29140456 Lyon K.F., Cai X., Young R.J., Mamun A.-A., Rajasekaran S., Schiller M.R.

Peer2 nar_2022_640 10.1093/nar/gkx835 2018 29036676 Dong C., Hao G.-F., Hua H.-L., Liu S., Labena A.A., Chai G., Huang J., Rao N., Guo F.-B.

Peer2 nar_2022_641 10.1093/nar/gkx913 2018 29136180 Gadaleta E., Pirrò S., Dayem Ullah A.Z., Marzec J., Chelala C.

Peer2 nar_2022_642 10.1093/nar/gkx955 2018 29059374 Marzec J., Dayem Ullah A.Z., Pirrò S., Gadaleta E., Crnogorac-Jurcevic T., Lemoine N.R., Kocher H.M., Chelala C.

Peer2 nar_2022_643 10.1093/nar/gkx925 2018 29045755 Miettinen K., Iñigo S., Kreft L., Pollier J., De Bo C., Botzki A., Coppens F., Bak Sø., Goossens A.

Peer2 nar_2022_644 10.1093/nar/gkx1020 2018 29106570 Casper J., Zweig A.S., Villarreal C., Tyner C., Speir M.L., Rosenbloom K.R., Raney B.J., Lee C.M., Lee B.T., Karolchik D., Hinrichs A.S., Haeussler M., Guruvadoo L., Navarro Gonzalez J., Gibson D., Fiddes I.T., Eisenhart C., DIekhans M., Clawson H., Barber G.P., Armstrong J., Haussler D., Kuhn R.M., Kent W.J.



Peer2 nar_2022_645 10.1093/nar/gkx976 2018 29069479 Leader D.P., Krause S.A., Pandit A., Davies S.A., Dow J.A.T.

Peer2 nar_2022_646 10.1093/nar/gkx850 2018 29036590 Kim P., Park A., Han G., Sun H., Jia P., Zhao Z.

Peer2 nar_2022_647 10.1093/nar/gkx1104 2018 29145615 Huang H., Arighi C.N., Ross K.E., Ren J., Li G., Chen S.-C., Wang Q., Cowart J., Vijay-Shanker K., Wu C.H.

Peer2 nar_2022_648 10.1093/nar/gkx1033 2018 29106666 Xie Y., Wei Y., Shen Y., Li X., Zhou H., Tai C., Deng Z., Ou H.-Y.

Peer2 nar_2022_649 10.1093/nar/gkx1093 2018 29186576 Pereanu W., Larsen E.C., Das I., Estévez M.A., Sarkar A.A., Spring-Pearson S., Kollu R., Basu S.N., Banerjee-Basu S.

Peer2 nar_2022_650 10.1093/nar/gkx972 2018 29059382 Zheng L.-L., Zhou K.-R., Liu S., Zhang D.-Y., Wang Z.-L., Chen Z.-R., Yang J.-H., Qu L.-H.

Peer2 nar_2022_651 10.1093/nar/gkx1153 2018 29165669 Landrum M.J., Lee J.M., Benson M., Brown G.R., Chao C., Chitipiralla S., Gu B., Hart J., Hoffman D., Jang W., Karapetyan K., Katz K., Liu C., Maddipatla Z., Malheiro A., McDaniel K., Ovetsky M., Riley G., Zhou G., Holmes J.B., Kattman B.L., Maglott D.R.

Peer2 nar_2022_652 10.1093/nar/gkx926 2018 29040613 Kodama Y., Mashima J., Kosuge T., Kaminuma E., Ogasawara O., Okubo K., Nakamura Y., Takagi T.

Peer2 nar_2022_653 10.1093/nar/gkx957 2018 29059383 Garg N., Sethupathy A., Tuwani R., Nk R., Dokania S., Iyer A., Gupta A., Agrawal S., Singh N., Shukla S., Kathuria K., Badhwar R., Kanji R., Jain A., Kaur A., Nagpal R., Bagler G.

Peer2 nar_2022_654 10.1093/nar/gkx899 2018 30053268 Huang L.-H., He Q.-S., Liu K., Cheng J., Zhong M.-D., Chen L.-S., Yao L.-X., Ji Z.-L.

Peer2 nar_2022_655 10.1093/nar/gkx1022 2018 29088389 Terrapon N., Lombard V., Drula É., Lapébie P., Al-Masaudi S., Gilbert H.J., Henrissat B.



Author_ID Title Journal resource_name

57198433717;57202388981;57204528164;57215310554;16506662800;55942654100;IPD-IMGT/HLA DatabaseNucleic Acids Research IPD-IMGT/HLA Database

55388540500;57197763132;56155490700;7005769267;57198997214;36930317000;57197094653;57202649385;23102709100;55910005200;57203183076;26040903700;57215277739;57203867894;35568838800;6506130708;LINCS Data Portal 2.0: Next generation access point for perturbation-response signaturesNucleic Acids Research LINCS:The Library of Integrated Network-Based Cellular Signatures

6504799575;37097468700;57213182030;57193712168;57194113582;55240171200;35974889500;57222281659;57205369642;57212879236;57190049307;57200340086;57213181501;57050110800;57213181696;56593164400;6506738902;13103737300;7401793654;8727670500;57185739500;56631604700;7003495551;6603178595;7003445341;Expression Atlas update: From tissues to single cellsNucleic Acids Research Expression Atlas

57193732188;57194855681;57212005269;57213181526;57213181178;57213181288;57213181544;57213181334;57207473830;SEA version 3.0: A comprehensive extension and update of the Super-Enhancer archiveNucleic Acids Research SEA:Super-Enhancer archive
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8623809800;7003779411;24176149900;6506400559;7005698429;7003370710;The ABCD database: A repository for chemically defined antibodiesNucleic Acids Research ABCD:AntiBodies Chemically Defined
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57196105918;57206194449;57209079767;57200334743;57200331570;36100725400;25932164000;25932045600;6602076385;AutDB: A platform to decode the genetic architecture of autismNucleic Acids Research AutDB

56060056000;57190418954;55992028100;57200332414;57189639968;57200338279;35303990300;7103292439;DreamBase: DNA modification, RNA regulation and protein binding of expressed pseudogenes in human health and diseaseNucleic Acids Research dreamBase

15063182600;55961843300;57190049814;56309386600;57190046131;55659334000;57190050280;55433458700;13408934700;55659352100;36840101300;7006591460;55446168700;57200330567;56558012200;57200335499;55659816200;55991092600;57200338503;8602443000;55961824200;57216111433;ClinVar: Improving access to variant interpretations and supporting evidenceNucleic Acids Research ClinVar

15754181700;35345245800;7102729712;24553872200;6602255967;20935545000;8390810700;7403554330;DNA Data Bank of Japan: 30th anniversaryNucleic Acids Research DDBJ : DNA Data Bank of Japan

57193518272;57200337537;57200332195;57200338774;57200968955;57200333193;57214417282;57209006992;57207341234;57210015488;57200335604;56453196000;55446766000;56963159700;57214487323;57200339455;6507511174;FlavorDB: A database of flavor moleculesNucleic Acids Research FlavorDB

57190866064;57192920219;56510639900;57194229750;57194227313;57194228628;53868570800;7202744819;ADReCS-Target: Target profiles for aiding drug safety research and applicationNucleic Acids Research ADReCS-Target

35369174700;6603269427;55347182100;24537320900;57194742801;7202943610;7005911606;PULDB: The expanded database of Polysaccharide Utilization LociNucleic Acids Research PULDB



previously_published JL_DB_ID is_a_pun current_access

FALSE FALSE TRUE

TRUE FALSE TRUE

TRUE MBDC1294 FALSE TRUE

TRUE TRUE TRUE

FALSE FALSE TRUE

FALSE FALSE FALSE

TRUE FALSE TRUE

FALSE TRUE TRUE

FALSE TRUE TRUE

TRUE FALSE TRUE

FALSE MBDC1629 FALSE TRUE

FALSE FALSE TRUE

FALSE FALSE TRUE

FALSE TRUE TRUE

FALSE FALSE FALSE

FALSE TRUE TRUE

FALSE FALSE TRUE

FALSE FALSE TRUE

TRUE FALSE FALSE

TRUE FALSE TRUE

FALSE FALSE TRUE

TRUE FALSE TRUE

TRUE TRUE TRUE

FALSE MBDC1679 FALSE TRUE

FALSE FALSE TRUE

FALSE TRUE TRUE

FALSE TRUE TRUE

TRUE FALSE TRUE

TRUE FALSE TRUE

FALSE NAR9078 FALSE TRUE

previously_published JL_DB_ID is_a_pun current_access

TRUE MBDC1511 FALSE https://www.pombase.org/

TRUE MBDC0258 FALSE http://www.cathdb.info/

TRUE MBDC1460 FALSE http://bioinfo.life.hust.edu.cn/AnimalTFDB/

TRUE MBDC1887 FALSE http://www.bio-bigdata.net/lnc2cancer

TRUE NA FALSE https://cadd.gs.washington.edu/

TRUE MBDC0800 FALSE thebiogrid.org

FALSE NA FALSE https://shmoo.weizmann.ac.il/elevy/YeastRGB/HTML/YeastRGB.html

TRUE MBDC0828 FALSE https://img.jgi.doe.gov/vr/

TRUE NA FALSE http://gtrd.biouml.org



TRUE MBDC1599 FALSE https://lncipedia.org/

TRUE NA FALSE http://www.oncobase.biols.ac.cn/

TRUE MBDC1776 FALSE https://raftprot.org/

FALSE NA FALSE https://www.haemosphere.org/

TRUE MBDC0465 TRUE https://fantom.gsc.riken.jp/

FALSE NA FALSE http://www.cancersplicingqtl-hust.com/

FALSE NA TRUE http://rnact.crg.eu/

TRUE NAR9324 FALSE https://www.wwpdb.org/

TRUE MBDC0318 FALSE https://www.uniprot.org/

TRUE MBDC1506 FALSE http://db-mml.sjtu.edu.cn/ICEberg/

FALSE NA FALSE http://www.cagmdb.org/

TRUE NA FALSE http://bio-bigdata.hrbmu.edu.cn/LncACTdb/

FALSE NA FALSE https://amtdb.org/

FALSE NA FALSE https://www.openprot.org/

FALSE NA FALSE http://www.informatics.jax.org/

FALSE NA FALSE https://www.stemformatics.org/

TRUE MBDC1694 TRUE https://bacdive.dsmz.de/

FALSE NA FALSE http://bidd.group/CMAUP/

The 26th annual Nucleic Acids Research database issue and Molecular Biology Database Collection 

TRUE MBDC0828 FALSE https://img.jgi.doe.gov/cgi-bin/m/main.cgi

TRUE NAR9103 FALSE https://www.ebi.ac.uk/interpro/genomeproperties/

previously_published JL_DB_ID is_a_pun current_access

FALSE FALSE http://biocc.hrbmu.edu.cn/DiseaseEnhancer/

FALSE FALSE http://cis.hku.hk/CR2Cancer

FALSE FALSE https://hive.biochemistry.gwu.edu/biomuta

TRUE FALSE http://rmdb.stanford.edu

TRUE MBDC1423 FALSE http://mirtarbase.mbc.nctu.edu.tw/

TRUE MBDC1453 FALSE https://europepmc.org

TRUE MBDC0792 TRUE www.yeastract.com

FALSE FALSE http://bioinfo.wilmer.jhu.edu/AAgMarker/

TRUE FALSE http://remap.cisreg.eu/

FALSE FALSE http://inetmodels.com

FALSE FALSE http://www.sorfs.org

TRUE MBDC0051 FALSE http://www.wormbase.org

FALSE FALSE pharmacodb.pmgenomics.ca

FALSE FALSE http://mnm.engr.uconn.edu/

FALSE FALSE http://cefg.uestc.edu.cn/anti-CRISPRdb/

FALSE FALSE http://bioinformatics.breastcancertissuebank.org/

TRUE FALSE http://www.pancreasexpression.org

FALSE FALSE http://bioinformatics.psb.ugent.be/triforc/

FALSE FALSE https://genome.ucsc.edu
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http://bioinformatics.psb.ugent.be/triforc/
https://genome.ucsc.edu/


TRUE MBDC1667 FALSE www.flyatlas2.org

FALSE FALSE http://zhaobioinfo.org/TissGDB

FALSE FALSE http://proteininformationresource.org/iPTMnet

TRUE MBDC1333 FALSE http://bioinfo-mml.sjtu.edu.cn/TADB2/

TRUE MBDC1274 FALSE http://autism.mindspec.org/autdb/Welcome.do

FALSE FALSE http://rna.sysu.edu.cn/dreamBase

FALSE FALSE https://www.ncbi.nlm.nih.gov/clinvar/

TRUE MBDC0001 FALSE http://www.ddbj.nig.ac.jp

FALSE FALSE http://cosylab.iiitd.edu.in/flavordb

FALSE FALSE http://bioinf.xmu.edu.cn/ADReCS-Target

FALSE FALSE http://www.cazy.org/PULDB_new/

http://www.flyatlas2.org/
http://zhaobioinfo.org/TissGDB
http://proteininformationresource.org/iPTMnet
http://bioinfo-mml.sjtu.edu.cn/TADB2/
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http://rna.sysu.edu.cn/dreamBase
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available unavailable_message available_update_date

http://www.ebi.ac.uk/ipd/imgt/hla/

https://lincsportal.ccs.miami.edu/signatures/home

https://www.ebi.ac.uk/gxa/home

http://sea.edbc.org/

http://db.idrblab.net/ttd/

https://www.spatialomics.org/SpatialDB NET::ERR_CERT_DATE_INVALID

https://www.ddbj.nig.ac.jp/index-e.html

https://web.expasy.org/abcd/

http://llps.biocuckoo.cn/

http://plantregmap.cbi.pku.edu.cn/

https://www.ebi.ac.uk/metabolights/

http://foldamerdb.ttk.hu/

https://remap.univ-amu.fr/

http://www.licpathway.net/KnockTF/index.html

http://bio-comp.ucas.ac.cn/llpsdb ERR_CONNECTION_TIMED_OUT

https://mibig.secondarymetabolites.org/

http://eurbpdb.gzsys.org.cn/

 http://www.bio-data.cn/CFEA/

https://mirtarbase.cuhk.edu.cn/ ERR_EMPTY_RESPONSE

https://www.guidetopharmacology.org/

http://www.pathbank.org/

https://metacyc.org/

http://ohnologs.curie.fr/

https://tfbsshape.usc.edu/

https://dnaprodb.usc.edu/

http://rnabiology.ircm.qc.ca/oRNAment/

http://yeastract-plus.org/

http://mdl.shsmu.edu.cn/ASD/

https://mirgenedb.org/

http://ensemblgenomes.org/
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available unavailable_message available_update_date

TRUE

TRUE

TRUE alternative adress https://hive.biochemistry.gwu.edu/bioxpress

TRUE

FALSE Not found
TRUE

TRUE

FALSE service unavailable
FALSE Not found
TRUE

TRUE

TRUE

TRUE

FALSE Not found alternative adress mnm.engr.uconn.edu

FALSE Not found
http://bioinformatics.breastcancertissuebank.org/

TRUE

FALSE Can't be reached

TRUE

http://bioinformatics.breastcancertissuebank.org/
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TRUE

TRUE Not found
TRUE

TRUE

TRUE

TRUE

TRUE

FALSE Unavailable message



notes

unsure about update

unsure about name=pun

notes

Article recognizes the site's most recent update as CATH v4.2, however it currently says CATH / Gene3D v4.3

Redirect from http://www.yeastrgb.org/

Article recognizes the site's most recent update as V 2, however it currently says IMG/VR Viral Resources v3



Unsure if this site has actually been updated, last update appears to be from 2018

Updated link is in current_accessible and Original Link (in DS Heroes & article) Page does not fully load and offers this message: This is a placeholder index page for the data.qld.edu.au service and will be updated in time.

Updated link is in current_accessible and Original Link (In DS Heroes) page does no load and gives the error message: This site can’t be reachedwww.pdb.org took too long to respond.

The page listed in the article is not available:  provided the error message: "An error occurred. Sorry, the page you are looking for is currently unavailable. Please try again later. If you are the system administrator of this resource then you should check the error log for details. Faithfully yours, nginx." I completed a search for the name of the data base and found the following article that has the updated website: https://academic.oup.com/nar/article/50/D1/D183/6442685 Which references V3

Website main page not listed, so clicked on first available link to database and selected "home" to ustilize the homepage as the accessible link.

Updated link is in current_accessible the link in the article offers this error: This site can’t be reachedbidd2.nus.edu.sg took too long to respond. After a search, the website listed is active as the CMAUP page (it also matches figure 1 from the article).

This is not an article about a database it is an article about multiple databases and updates unsure how to proceed.

Update link in current_accessible, original link from DS Heroes is unavailable.

notes

alternative adress https://hive.biochemistry.gwu.edu/bioxpress

alternative adress mnm.engr.uconn.edu





Article recognizes the site's most recent update as CATH v4.2, however it currently says CATH / Gene3D v4.3

Article recognizes the site's most recent update as V 2, however it currently says IMG/VR Viral Resources v3



Updated link is in current_accessible and Original Link (in DS Heroes & article) Page does not fully load and offers this message: This is a placeholder index page for the data.qld.edu.au service and will be updated in time.

Updated link is in current_accessible and Original Link (In DS Heroes) page does no load and gives the error message: This site can’t be reachedwww.pdb.org took too long to respond.

The page listed in the article is not available:  provided the error message: "An error occurred. Sorry, the page you are looking for is currently unavailable. Please try again later. If you are the system administrator of this resource then you should check the error log for details. Faithfully yours, nginx." I completed a search for the name of the data base and found the following article that has the updated website: https://academic.oup.com/nar/article/50/D1/D183/6442685 Which references V3

Website main page not listed, so clicked on first available link to database and selected "home" to ustilize the homepage as the accessible link.

Updated link is in current_accessible the link in the article offers this error: This site can’t be reachedbidd2.nus.edu.sg took too long to respond. After a search, the website listed is active as the CMAUP page (it also matches figure 1 from the article).

This is not an article about a database it is an article about multiple databases and updates unsure how to proceed.




