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genes:FALSE
repetitiveness:high

intergenic
expression:inbetween
exons:FALSE

Jspecific

TE RET

predominant sRNA size:equal 21bp
methCG

predominant 5prime letter:T
methAll
CC4350specific:FALSE

irs

ratio strand:moderate bias
introns:FALSE

ratio strand:strong bias
vegetativespecific:FALSE
predominant 5prime letter:CG
expression:common
repetitiveness:low
predominant sRNA size:larger 21bp
size:(400,1.5e+03]
phase:moderate
DCL3dependent

threeprimeUTR



