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X.texanus: gene rank order position (31993 genes with blast hits), gridlines every 1000 genes

G
yr

o:
 g

en
e 

ra
nk

 o
rd

er
 p

os
iti

on
 (

19
75

5 
ge

ne
s 

w
ith

 b
la

st
 h

its
),

 g
rid

lin
es

 e
ve

ry
 1

00
0 

ge
ne

s
Syntenic anchor blast hits, colored by block ID


