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SRR13968940_H3K9me3_CT_Rep1.Q1, SF=5.21
SRR13968942_H3K9me3_CT_Rep1.Q1, SF=5.69
SRR13968943_H3K9me3_CT_Rep1.Q1, SF=5.51
SRR13968944_H3K9me3_CT_Rep1.Q1, SF=5.26
SRR13968945_H3K9me3_CT_Rep1.Q1, SF=4.98
SRR13968946_H3K9me3_CT_Rep1.Q1, SF=5.71
SRR13968947_H3K9me3_CT_Rep1.Q1, SF=5.39
SRR13968948_H3K9me3_CT_Rep2.Q1, SF=3.96
SRR13968949_H3K9me3_CT_Rep2.Q1, SF=3.88
SRR13968950_H3K9me3_CT_Rep2.Q1, SF=3.21
SRR13968951_H3K9me3_CT_Rep2.Q1, SF=3.2
SRR13968952_H3K9me3_CT_Rep2.Q1, SF=3.97
SRR13968953_H3K9me3_CT_Rep2.Q1, SF=3.83
SRR13968954_H3K9me3_CT_Rep2.Q1, SF=5.57
SRR13968955_H3K9me3_CT_Rep2.Q1, SF=3.18
SRR13968956_GSM5134426_H3K9me3_KO_Rep1.Q1, SF=1.06
SRR13968957_GSM5134426_H3K9me3_KO_Rep1.Q1, SF=1
SRR13968958_GSM5134426_H3K9me3_KO_Rep1.Q1, SF=1.09
SRR13968959_GSM5134426_H3K9me3_KO_Rep1.Q1, SF=1.02
SRR13968960_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=2.07
SRR13968961_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=2.07
SRR13968962_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=1.21
SRR13968963_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=1.28
SRR13968964_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=2.17
SRR13968965_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=2.07
SRR13968966_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=1.22
SRR13968967_GSM5134427_H3K9me3_KO_Rep2.Q1, SF=1.2

Group by enrichment level
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Group[CPMW]

High (>1.6)
Low [0.5~1.6]
Low (0−0.5)

H3K9me3
test_broad_distribution.pdf


