Transcript Discovery Comparison

TXx number

sel se?2

Category

- Shared Tx (intron chain + start + end)
Known Intron Chain
Novel Intron Chain



log2(count) se2

6

0.06

0.05

0.04

0.03

0.02

0.01

Transcript Quantification Comparison
Sample: GIS_cellMix_HepG2-A549-H9-HEYA8_ 5primeSingleCellcDNA_Repl Rut
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anno_TX 3 (50%)
Equal: 6, Diff: O | x_unique: 0, y_unique: O
novel_TX 3 (50%)
Equal: 6, Diff: 0 | x_unique: 0, y_unique: O
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e identical: 6 (100%)



log2(count) se2

4

0.100

0.075

0.050

0.025

Transcript Quantification Comparison

Sample: GIS_cellMix_HepG2-A549-H9-HEYAS8_5primeSingCellcDNAPacBio_Rey
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shape

anno_TX 2 (50%)
Equal: 4, Diff: 0 | x_unique: 0, y_unique: 0
novel_TX 2 (50%)
Equal: 4, Diff: 0 | x_unique: 0, y_unique: O
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