
30/87 response to interleukin−1
14/30 interleukin−1−mediated signaling pathway
100/583 positive regulation of transcription by RNA polymerase II
152/901 positive regulation of RNA metabolic process
25/113 stress−activated protein kinase signaling cascade
23/89 stress−activated MAPK cascade
153/670 positive regulation of protein modification process
124/530 positive regulation of phosphate metabolic process
183/828 regulation of phosphorylation
12/27 response to mitochondrial depolarisation
123/511 positive regulation of intracellular signal transduction
191/878 positive regulation of signal transduction
30/98 regulation of I−kappaB kinase/NF−kappaB signaling
35/118 regulation of production of molecular mediator of immune response
74/259 regulation of immune effector process
26/86 positive regulation of production of molecular mediator of immune response
121/404 positive regulation of immune system process
62/211 activation of immune response
44/126 activation of innate immune response
176/701 regulation of immune system process
18/38 cytosolic pattern recognition receptor signaling pathway
121/431 regulation of immune response
93/296 positive regulation of immune response
7/18 nucleotide−binding domain, leucine rich repeat containing receptor signaling pathway
67/191 positive regulation of response to biotic stimulus
93/311 regulation of response to biotic stimulus
8/46 antigen receptor−mediated signaling pathway
25/115 immune response−regulating cell surface receptor signaling pathway
45/165 positive regulation of cytokine production
83/290 regulation of cytokine production
25/79 defense response to virus
178/716 cell activation
153/594 defense response
85/441 immune system development
51/158 positive regulation of peptide secretion
68/242 regulation of peptide secretion
23/55 positive regulation of peptide hormone secretion
131/513 regulation of establishment of protein localization
28/93 regulation of peptide hormone secretion
73/246 positive regulation of secretion
31/84 positive regulation of hormone secretion
114/441 positive regulation of protein localization
90/329 positive regulation of establishment of protein localization
16/36 neuromuscular process controlling balance
142/896 neuron differentiation
32/156 cell−cell junction organization
67/351 respiratory system development
66/471 instar larval or pupal development
13/77 negative regulation of Notch signaling pathway
169/851 negative regulation of signaling
71/358 negative regulation of intracellular signal transduction
156/752 negative regulation of multicellular organismal process
120/620 negative regulation of developmental process
57/244 negative regulation of immune system process
32/196 regulation of cell junction assembly
112/719 regulation of nervous system development
36/257 regulation of synapse structure or
146/842 regulation of cell development
39/204 negative regulation of growth
106/607 regulation of growth
65/388 regulation of developmental growth
20/73 positive regulation of autophagy
41/204 regulation of autophagy
10/22 positive regulation of organic acid transport
16/42 negative regulation of mitochondrion organization
27/100 regulation of mitochondrion organization
145/601 cell death
8/13 mitophagy
21/53 autophagy of mitochondrion
15/24 sperm mitochondrion organization
6/13 regulation of isoprenoid metabolic process
206/761 immune response
11/24 cholesterol efflux
87/398 protein modification by small protein conjugation
48/200 protein polyubiquitination
120/568 protein modification by small protein conjugation or removal
24/68 protein K48−linked ubiquitination
1/32 positive regulation of mitotic sister chromatid segregation
4/37 protein quality control for misfolded or incompletely synthesized proteins
15/31 regulation of amine metabolic process
8/10 regulation of cellular amino acid metabolic process
2/15 regulation of actomyosin contractile ring contraction
4/22 regulation of cytokinetic process
2/15 filamentous growth
13/54 cell cycle DNA replication
22/122 DNA−templated DNA replication
4/22 attachment of spindle microtubules to kinetochore
9/43 'de novo' protein folding
39/202 protein folding
21/88 chaperone−mediated protein folding
7/11 chaperone−mediated protein complex assembly
6/18 protein folding in endoplasmic reticulum
9/55 peptidyl−proline modification
95/244 establishment of protein localization to membrane
135/490 localization within membrane
90/206 protein targeting to membrane
95/275 RNA catabolic process
74/172 nuclear−transcribed mRNA catabolic process, nonsense−mediated decay
44/328 microtubule−based movement
14/139 cilium movement
1/18 sperm axoneme assembly
7/95 cilium−dependent cell motility
105/684 microtubule−based process
16/120 microtubule bundle formation
4/47 axonemal dynein complex assembly
4/50 non−motile cilium assembly
127/713 organelle assembly
4/53 intraciliary transport
46/391 cell projection assembly
2/15 regulation of cilium movement involved in cell motility
2/27 regulation of cilium movement
5/41 regulation of microtubule−based movement
88/430 actin filament−based process
2/12 response to red or far red light
4/13 response to high light intensity
7/32 response to light intensity
4/13 plant organ morphogenesis
5/23 plant organ development
4/10 cell tip growth
3/12 response to auxin
5/18 plant epidermis development
4/20 response to cytokinin
12/62 response to salt stress
21/102 response to osmotic stress
2/8 gametophyte development
21/97 response to cadmium ion
1/11 fruit development
160/849 organophosphate metabolic process
23/105 nucleoside diphosphate metabolic process
37/149 nucleoside monophosphate biosynthetic process
65/291 nucleoside phosphate biosynthetic process
129/663 nucleobase−containing small molecule metabolic process
106/528 purine−containing compound metabolic process
43/214 pyridine−containing compound metabolic process
74/362 obsolete coenzyme metabolic process
202/883 obsolete oxidation−reduction process
4/16 response to host defenses
7/32 deoxyribonucleotide biosynthetic process
10/49 deoxyribonucleotide metabolic process
111/517 obsolete cofactor metabolic process
6/7 glutamate catabolic process via 2−oxoglutarate
4/23 sorocarp development
9/29 zinc ion transport
24/127 mitochondrial gene expression

p < 1e−04
p < 0.001
p < 0.005


