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93/296 positive regulation of immune response

121/404 positive regulation of immune system process p < 1e-05
62/211 qcuyauoh of mmune response b < 1e-04
44/126 activation of innate immune response p <0.001

176/701 regulation of immune system process
18/38 cytosolic pattern recognition receptor signaling pathway
121/431 regulation of immune response

67/191 positive regulation of response to biotic stimulus
93/311 regulation of response to biotic stimulus

8/46 antigen receptor-mediated signaling pathway

25/115 immune response-regulating cell surface receptor signaling pathway
74/259 regulation of immune effector process

153/594 defense response

45/165 positive regulation of cytokine production

178/716 cell activation

25/113 stress—activated protein kinase signaling cascade
23/89 stress—activated MAPK cascade

153/670 positive regulation of protein modification process
14/30 interleukin—1-mediated signaling pathway

123/511 positive regulation of intracellular signal transduction
191/878 positive regulation of signal transduction
30/98 regulation of I-kappaB kinase/NF-kappaB signaling
85/441 immune system development

23/55 positive regulation of peptide hormone secretion
51/158 positive regulation of peptide secretion

73/246 positive regulation of secretion

114/441 positive regulation of protein localization

87/398 protein modification by small protein conjugation
48/200 protein polyubiquitination

24/68 protein K48-linked ubiquitination

32/156 cell-cell junction organization

142/896 neuron differentiation

36/257 regulation of synapse structure or

106/607 regulation of growth

15/24 sperm mitochondrion organization

21/53 autophagy of mitochondrion

27/100 regulation of mitochondrion organization

41/204 regulation of autophagy

11/24 cholesterol efflux

13/54 cell cycle DNA replication

4/22 regulation of cytokinetic process

9/43 'de novo' protein folding

39/202 protein folding

21/88 chaperone—mediated protein folding

6/18 protein folding in endoplasmic reticulum

9/55 peptidyl-proline modification

44/328 microtubule—based movement

14/139 cilium movement

7195 cilium—dependent cell motility

105/684 microtubule—based process

16/120 microtubule bundle formation

4/47 axonemal dynein complex assembly

4/53 intraciliary transport

46/391 cell projection assembly

4/50 non—moatile cilium assembly

5/41 regulation of microtubule-based movement

2/27 regulation of cilium movement

95/244 establishment of protein localization to membrane
90/206 protein targeting to membrane

95/275 RNA catabolic process

74/172 nuclear-transcribed mRNA catabolic process, nonsense-mediated decay
4/13 plant organ morphogenesis

5/23 plant organ development

3/12 response to auxin

5/18 plant epidermis development

4/13 response to high light intensity

12/62 response to salt stress

21/102 response to osmotic stress

111/517 obsolete cofactor metabolic process
74/362 obsolete coenzyme metabolic process

43/214 pyridine—containing compound metabolic process
106/528 purine—containing compound metabolic process
7132 deoxyribonucleotide biosynthetic process

129/663 nucleobase-containing small molecule metabolic process
4/23 sorocarp development

24/127 mitochondrial gene expression



